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<160> 2 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 3302 
<212> PRT 

<213> Rattus rattus 
<400> 1 

Met Ala Arg Tyr Gin Ala Ala Val Ser Arg Gly Asp Thr Arg Ser Phe 

15 10 15 

Ser Ala Asn Val Met Glu Glu Ser Asp Leu Ser Thr Val Pro Gly Gly 

20 25 30 

Leu Ala Lys Met Lys Arg Gin Phe Glu Lys Asp Glu Met Thr Ser Thr 

35 40 45 

Cys Asn Ala Phe Ser Glu Tyr Gin Tyr Gin His Glu Ser Arg Ser Glu 

50 55 60 

Gin Glu Ala lie His Asn Arg Gin Glu lie Arg Arg Asn Glu Glu Glu 
65 70 75 80 

Val Ser Lys Gly His Arg Thr Asp Val Phe Lys Ala Glu Met Met Ser 

85 90 95 

His Leu Glu Lys His Thr Glu Glu Thr Asn Gin Ala Ser Gin Phe Arg 

100 105 110 

Gin Tyr Val Gin Glu Thr Val lie Asp Thr Pro Glu Asp Glu Glu lie 

115 120 125 

Pro Lys Val Ser Thr Lys lie Leu Lys Glu Gin Phe Glu Lys Thr Ala 

130 135 140 

Gin Glu Asn Phe Leu Tyr Ser Asp Lys Glu Thr Thr Thr Pro Ala Lys 
145 150 155 160 

Cys lie Lys lie Glu Asn Asp Ser Glu Glu Thr Leu Lys Pro Ser Ser 

165 170 175 

Ala Met Gly Thr Ser Ser Tyr Thr Ser Ala Arg Gin Ser Lys Glu Thr 

180 185 190 

Ser Thr Ser Ser Tyr Ser Asn His Ser Leu Thr Ser Thr lie Leu Ala 

195 200 205 

Gin Glu Lys Gly Thr Pro Ser Gly Lys Met Glu Glu Phe Pro Pro Pro 

210 215 220 

Pro Pro Asp Val Phe Gin Thr Pro Met Asp Val Thr Ala Phe Ser Gin 



1 




225 










230 






Ser 


Pro 


Glu 


Phe 


Pro 


Ser 


Pro 


Pro 










245 








Val 


Tvr 


Ser 


Lvs 


Gin 


Arcr 


Asn 


Leu 








260 










His 


lie 


His 


Pro 


Glu 


Leu 


Arg 


Lys 






275 










280 


Glu 


Val 


Ser 


Glu 


He 


Val 


Ser 


Ser 




290 










295 




Ser 


Ala 


Gly 


Val 


Gin 


Gin 


Ala Arg 


305 










310 






Ser 


Ser 


Gin 


Lys 


Asp 


Leu 


Ser 


Ser 










325 








Glu 


lie 


Leu 


Lys 


Glv 


Glu 


Val 


Gin 








34 0 










Gin 


Pro 


Leu 


Asp 


Ser 


He 


Asn 


Gin 






355 










360 


Ser 


Lys 


Gly 


lie 


Ala 


Asp 


Gin 


Glu 




370 










375 




Tyr 


Thr 


Thr 


Trp 


Met 


Phe 


Glu 


Thr 


385 










390 






Pro 


Ser 


Ala 


Gly 


Thr 


Glu 


Glu 


Asn 










405 








Lys 


Glv 


Asp 


Val 


Cys 


Thr 


Ala Arg 








420 










Asp 


Ser 


Met 


Asn 


Lys 


Met 


His 


Glu 






435 










440 


Phe 


lie 


Lvs 


Asd 


He 


Thr 


Gly Gly 




450 










455 




Phe 


Glu 


Thr 


Gin 


Gin 


Leu 


Asp 


Gin 


465 










470 






Glu 


Met 


Asn 


Leu 


Leu 


Gin 


Leu 


Arg 










485 








Asn 


Val 


Lvs 

2 a 


ArQ 


Ser 


He 


Lys 


Cys 








500 










lie 


At a 


Asp 


Glv 


Ser 


Glv 


Gin 


Met 






515 










520 


Glu 


Asp 


lie 


Glu 


Lys 


Glv 


Asp 


Val 




53 0 










535 




Thr 


Gin 


Pro 


Leu 


Asp 


Thr 


He 


Lys 


545 










550 






Val 


Arg 


Gly 


lie 


Ser 


Met 


Glu 


Glu 










565 








Ala 


Arcr 


Trn 


Leu 


Phe 


Glu 


Thr 


Gin 








580 










Ser 


Glv 


Glu 


Ala 


Val 


Leu 


Lys 


Thr 






595 










600 


Ser 


Lys 


Lvs 


Cys 


Trp 


Met 


Phe 


Glu 




O X \J 










615 




Gin 


Ser 


Pro 


Asp 


Thr 


Glu 


Ser 


Val 


(roc 










D O U 






Asp 


Val 


Lys 


Thr 


Thr 


Lys 


His 


Leu 










645 








Leu 


Lys 


Asp 


Ser 


Pro 


Asp 


Val 


Gly 








660 










Glu 


Glu 


Glu 


Lys 


Gly 


Asp 


Val 


Lys 






675 










680 








235 










240 


Arg Arg 


Leu 


Pro 


Met 


Pro 


Arg 


Asp 

It 




250 










255 




Tyr Glu Leu 


Asn Arg 


Leu Tyr 


Ara 


265 










270 






Asn 


Leu 


Glu 


Lys 


Asp 


Tyr 


He 


Ser 










285 








His 


He 


Asn 


Ser Gly 


Asn 


Ser 


He 








300 










Tyr 


Val 


Phe 


Glu 


Asn 


Thr 


Asn 


Asp 






315 










320 


Glu 


Arg 


Glu 


Asn 


Leu 


Glu 


Trp 


Asp 




330 










335 




Ser 


He 


Arg 


Trp 


He 


Phe 


Glu 


Asn 


345 










350 






Gly Phe Thr 


Asp 


Glu 


Ala 


Tyr 


Thr 










365 








Leu 


He 


Ala 


Gly Gly 


Asp 


Val 


Lvs 








380 










Gin 


Pro 


He 


Asp Ala 


Leu Gly 


Val 






395 










400 


Thr 


Glu 


Lys 


He 


Pro 


Glu 


Leu 


Ala 




410 










415 




Trp 


Met 


Phe 


Glu 


Thr 


Arcr 


Pro 


Leu 


425 










430 






Trp Glu Asp 


Glu 


Thr 


Ala 


Ser 


Thr 










445 








Asp 


Val 


Lys 


Thr 


Val 


Ara 


Tvr 

2 


Met 








460 










Leu Gly Gin 


Leu 


His 


Ser 


Val 


Asp 






475 










480 


Ser 


Glu 


Leu 


Lys 


Glu 


He 


Lys 


Gly 




490 










495 




Phe 


Glu 


Thr 


Gin 


Pro 


Leu 


Tyr 


Val 


505 










510 






Leu 


Glu 


He 


Lys 


Thr 


Val 


Gin 


Arq 










525 








Arg 


Thr 


Ala 


Arg 


Trp 


Met 


Phe 


Glu 








540 










Gin 


Asp 


He 


Thr 


Glu 


He 


Lys 


Val 






555 










560 


Asn 


Val 


Lys 


Gly Glu 


Val 


Gly 


Ara 




570 










575 




Pro 


Leu 


Glu 


Lys 


He 


Lys 


Glu 


Glu 


585 










590 






Glu 


Ala 


Val 


Val 


Gly 


He 


Asp 


Val 










605 








Thr 


Gin 


Pro 


Leu Asp 


Thr 


Leu 


Lvs 

2 a 








620 










Ser 


Pro 


Glu 


Glu Arg 


He 


Gly 


Gly 






635 










640 


Leu 


Glu 


Thr 


Leu 


Pro 


He 


Glu 


Ala 




650 










655 




Lys 


Leu 


Gin 


Lys 


He 


Thr 


Ala 


Ser 


665 










670 






His 


Gin 


Lys 


Trp 


Val 


Phe 


Glu 


Thr 



685 



2 




Gin 


Arg Leu 
690 


Glu 


Asp 


He 


Arcr 
695 


Glu 


Asp 


Lys 


Lvs 


Glu 
700 


Tvr 


Thr 


Gin 


Thr 


Val 


Lys Leu 


Glu 


Ala 


Val 


Asp 


Arg 


Gly His 


Val 


Lys 


Asn 


Glu 


Thr 


His 


705 








710 










715 










720 


lie 


Phe Glu 


Ser 


Asn 
725 


Asn 


Leu 


He 


Lys 


Val 
730 


Asd 


Ala 


Ser 


His 


Gin 
735 


He 


Glu 


Val Glu Gly 


Val 


Thr 


Arq 


Gly 


Thr 


Val 


Glu 


Leu 


Asn 


Lys 


Ser 


Leu 






740 










745 










750 






Phe 


Glu Thr 
755 


Thr 


Pro 


Leu 


Tyr 


Ala 
760 


He 


Gin 


Asp 


His 


Leu 
765 


Gly 


Lys 


Tyr 


His 


Gin Val 


Lys 


Thr 


Val 


Gin 


Gin 


Glu 


Glu 


He 


Val 


Arg 


Glv 


Asp Val 




770 








775 










780 










Arg 


Ser Cys 


Arg 


Trp 


Leu 


Phe 


Glu 


Thr Arg 


Pro 


He 


Asp 


Gin 


Phe 


Asp 


785 








790 










795 










800 


Glu 


Ser Leu 


His 


Lys 
805 


Phe 


Gin 


He 


He 


810 


Gly 


He 


Ser 


Ala 


Gin 
815 


Glu 


lie 


Gin Ala Gly 


Asn 


Val 


Lys 


Ser 


Ala 


Arg 


TrD 


Leu 


Phe 


Glu 


Thr 


Gin 






820 










825 










830 






Pro 


Leu Asp 
835 


Ser 


He 


Lys 


Tyr 


Phe 
840 


Ser 


Asn 


Val 


Glu 


Glu 
845 


Thr 


Asp 


Ser 


Lys 


Thr Glu 
850 


Gin 


Ser 


Thr 


Asp 
855 


He 


Val 


Lys 


Gly 


ASP 
860 


Val 


Lvs 


Thr 


Cys 


Lys 


Trp Leu 


Phe 


Glu 


Thr 


Gin 


Pro 


Met 


Glu 


Ser 


Leu 


Tyr 


Glu 


Lys 


Ala 


865 








870 










875 










880 


Ser 


Leu Met 


Thr 


Asn 
885 


Ser 


Glu 


Asp 


He 


His 
890 


Lys 


Glv 


Asp 


Val 


Arg 
895 


Thr 


Cys 


Met Trp 


Leu 


Phe 


Glu 


Thr 


Gin 


Pro 


Leu 


Asp 


Ala 


He 


Lys 


Asn Asp 






900 










905 










910 






Ser 


Glu Ala 
915 


Thr 


Val 


Lys 


Leu 


Gin 
920 


Thr 


Val 


Lys 


Gin 


Glu 
925 


Glu 


He 


Gin 


Gly Gly Asp Val 


Arg 


Thr 


Ala 


Cys 


Leu 


Leu 


Phe 


Glu 


Thr 


Glu 


Asn 


Leu 




930 








935 










940 










Asp 


Asn He 


Gin 


Gly 


Gly 


Glu 


Gly 


Lys 


Glu 


Thr 


Lvs 


Pro 


Val 


Glu 


Met 


945 








950 










955 










960 


Asp 


He Glu 


Ser 


Glv 


Asp 


Val 


Ser 


Gly Met 


Lys 


Tvr 


Lys 


Phe 


Glu 


Asn 








965 










970 










975 




Gin 


Ser Leu 


Asp 
980 


Ser 


He 


Ser 


Cys 


Ser 
985 


Ser 


Glu 


Asn 


Val 


Leu 
990 


Asn 


Lys 


He 


Lys Thr 


Leu 


Lys 


He 


Glu 


Asp 


He 


Gin 


Lys 


Gly 


Asn 


Val 


Leu 


Asn 




995 










1000 








1005 






Cys 


Arg Trp 


Leu 


Phe 


Glu 


Asn 


Gin 


Pro 


He 


Asp 


Met 


He 


Lys 


Glu 


Asn 




1010 








1015 








1020 








Gin Glu Gly Asp 


Gly 


Leu 


Val 


Lys 


Thr 


Val 


Thr 


Asp 


He 


Gin 


Gly Gly 


1025 






1030 








1035 








1040 


Asp Val Arg Lys 


Gly 


Cys 


Phe 


He 


Phe 


Glu 


Thr 


Phe 


Ser 


Leu 


Asp 


Glu 








1045 








1050 








1055 


He 


Lys Asp 


Glu 


Ser Asp Val 


He 


Ser Thr Arg Gin Thr Asn 


Thr 


Glu 






1060 








1065 








1070 




Glu 


Val He 


Lys 


Gly Asp Val 


Lys 


Ser 


Tyr 


Lys 


Met 


Leu 


Phe 


Glu 


Thr 




1075 








1080 








1085 






Gin 


Pro Leu 


Tyr Ala 


He 


Gin 


Asp 


Gin 


Glu Gly Phe Tyr His Glu Val 




1090 








1095 








1100 








Thr 


Thr Val 


Lys 


Lys 


Glu 


Glu 


Thr 


He 


His 


Gly Asp Val 


Arg Gly Thr 



1105 1110 1115 1120 

Arg Trp Leu Phe Glu Thr Lys Pro Leu Asp Ser He Asn Ala Ser Glu 

1125 1130 1135 

Asp Val Tyr He He Lys Ser Val Thr Gin Glu Asp He Gin Lys Gly 



3 



1140 1145 1150 

Asp Val Ser Ser Val Arg Tyr Arg Phe Glu Thr Gin Pro Leu Asp Met 

1155 1160 1165 

lie Ser Asp Lys Ser His Asn lie Met Pro Thr lie Asp His lie Gin 

1170 1175 1180 

Gly Gly Asn Val Gin Met Asn Lys Gin Leu Phe Glu Ser Glu Gly Gly 
1185 1190 1195 1200 

Asp Lys Lys Asn Tyr Val Arg Thr Val Ser lie Asn Glu lie Gin Lys 

1205 1210 1215 

Gly Asn Val Lys Thr Ser Thr Trp Leu Phe Glu Thr His Ser lie Asp 

1220 1225 1230 

Glu Leu Gly Glu Val Ser Thr Tyr Glu Asn lie Lys Thr Val Thr Gin 

1235 1240 1245 

Glu Asp Val Gin Lys Gly Asp Val Lys Gin Ala Val Trp Leu Phe Glu 

1250 1255 1260 

Asn Gin Thr Leu Asp Ser lie Lys Glu Leu Asp Glu Ser Asp Thr Lys 
1265 1270 1275 1280 

lie Thr Lys Glu Glu lie Pro Pro Ser Asp Val Lys Thr Thr Thr Trp 

1285 1290 1295 

Leu Phe Glu Thr Thr Pro lie His Glu Phe Asn Glu Thr Arg lie Glu 

1300 1305 1310 

Lys Glu Glu lie lie Gly Lys Ser lie Lys Glu Thr Leu Glu Asp Leu 

1315 1320 1325 

Tyr Ser Gin Arg Val Val Glu Ala Pro Gly He He He Glu Ala Asp 

1330 1335 1340 

Glu Val Gly Asp Val Arg Met Ala Lys Tyr Lys Leu Met Asn Gin Arg 
1345 1350 1355 1360 

Thr Pro Glu He Gin Lys Glu Glu Val He Arg Ala Asp Leu Gly Asn 

1365 1370 1375 

He Met Met Asn Leu Leu Ser Gin Arg Asp Cys Thr Lys Lys Glu He 

1380 1385 1390 

Phe He Ser Glu Glu Glu Lys Gly Asn Val Asn Phe Thr Lys Thr Gin 

1395 1400 1405 

Leu Leu Asn Arg Ser Met Glu Phe His Ala Glu Lys Glu Glu lie Val 

1410 1415 1420 

Arg Gly Asp Val Lys Gin Ala He Gin Lys Leu Phe Ser Glu Glu Arg 
1425 1430 1435 1440 

Cys Ala Lys Arg Gly He Leu He Gin Glu Asp Glu Lys Gly Asp Val 

1445 1450 1455 

Asn Met Thr He Tyr Cys Leu Leu His Glu Asn Ala Gly Asp Lys Thr 

1460 1465 1470 

Lys Arg Glu Asp He Leu Gly Gly Asp Val Arg Arg Thr He His Asn 

1475 1480 1485 

Leu Leu Ser Ser Ala Ser Asn Asp Lys He Ser Glu Arg Thr Lys He 

1490 1495 1500 

Asp Ala Ser Glu Arg Gly Asn Val Gin Phe Phe Thr Thr Cys He Glu 
1505 1510 1515 1520 

Thr Gly Ala Leu Asp Tyr Leu Lys Gin Leu Gin Thr Gly Ser Asn Glu 

1525 1530 1535 

Thr Leu Thr Ala Arg Lys Gin Glu Gly Glu Glu Glu He He Gly Gly 

1540 1545 1550 

Asp Val Glu Gly Thr Lys Phe Leu Leu Lys Lys Arg Gin Ser Ser He 

1555 1560 1565 

Glu Arg Thr Val Ser Glu Thr Asp He He Pro Gly Asp Val Arg Asn 

1570 1575 1580 

Thr Val Lys Val Phe Met Thr Glu Pro Gin Ser Ala Ser Phe Lys Thr 
1585 1590 1595 1600 
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Ala Lys Glu Glu lie Val Lys Gly Asp Leu Lys Ser Thr Leu Asn Ser 

1605 1610 1615 

Leu Asn Gin Ala Met Asn Gin Lys Val Val Ala Lys Thr Glu Asp lie 

1620 1625 1630 

Met Lys Asp Asp Lys Ala Ala lie Leu Lys Ser Leu Lys Glu Ser Gly 

1635 1640 1645 

Gly Arg Gin Lys Glu His Lys Gin Ser Ala Ser lie Ser Ser Asp lie 

1650 1655 1660 

Gly Gin Ala lie Glu Cys Leu Glu Lys Ala Thr Asn Thr Arg Thr Glu 
1665 1670 1675 1680 

lie Leu Lys Lys Glu Leu lie Leu Asp Asp Leu Lys Thr Ser Leu Arg 

1685 1690 1695 

Ser Leu Lys Glu Glu Gin Tyr Ser Phe Lys Glu Val Gly Lys Gin Gly 

1700 1705 1710 

Met Val Lys Asp Val Leu Gly Phe Ser Glu Arg Gin Glu Leu Gly lie 

1715 1720 1725 

His Pro Ala Ala Val Gin Arg Glu Lys Lys Ser Leu Leu Gin Pro Val 

1730 1735 1740 

Pro Gly Pro Cys Glu Pro Ala lie Arg Gin Gin Ala Gly Pro Gly Pro 
1745 1750 1755 1760 

Leu Asp Glu Ala Thr Gin Lys Ser Cys His Arg Ser Leu Thr Glu Glu 

1765 1770 1775 

Arg Thr Glu Ala Asn Leu Pro Lys Ala Pro Lys Gly Thr Val Lys lie 

1780 1785 1790 

Val lie Asp Arg Glu Gin Asn Asn Asp Ala Leu Glu Lys Ser Leu Arg 

1795 1800 1805 

Lys Met Ser Asn Ser Glu His Arg Ala Met Lys Asn Val Leu Asp Met 

1810 1815 1820 

Gly Asp Arg Arg Gly Val Trp Thr Glu Ser Lys Glu Cys Leu Cys Ser 
1825 1830 1835 1840 

Asp Asp His Met Ser Lys Tyr Val Ser Ala Ser Met Ser Arg Lys Lys 

1845 1850 1855 

Ser Leu Lys Thr Lys Glu Ser Glu Asn Val Arg Glu Ser Lys Asp Asp 

1860 1865 1870 

Val Ser Ser Thr Gin Ser Val Asp Lys Thr Phe Arg Lys Gin Gin Thr 

1875 1880 1885 

Gin Asn Cys Glu Leu Gly Lys Asp His Gin Lys Ser Gin Phe Gin Asp 

1890 1895 1900 

Ser Tyr Ala Lys Asn Gin Lys Asn Thr Gin Asn lie Ser Met Ser Ala 
1905 1910 1915 1920 

Glu Thr Gin Ser Tyr Arg Pro Asp Pro Thr Gin His Pro Val Ser Asn 

1925 1930 1935 

Pro Ala Gly Glu Thr Leu Glu Met Thr Arg Asp Phe Gin Lys Gin Ala 

1940 1945 1950 

Leu lie Arg Gin Glu Lys Gin Asn Ser Asn Lys Asp Met Arg Lys Asn 

1955 1960 1965 

Asp Met Gly Leu Gin Pro Leu Pro Val Gly Lys Asp Ala His Ser Ala 

1970 1975 1980 

Pro Gly Val Thr Val Ser Gly Lys Asn His Lys Arg Thr Gin Ala Pro 
1985 1990 1995 2000 

Asp Lys Lys Gin Arg lie Asp Val Cys Leu Glu Ser Gin Asp Phe Leu 

2005 2010 2015 

Met Lys Thr Asn Thr Ser Lys Glu Leu Lys Met Ala Met Glu Arg Ser 

2020 2025 2030 

Phe Asn Pro Val Asn Leu Tyr Pro Asp Cys Gly Val Lys Glu Asn Glu 

2035 2040 2045 

Asp Ala Leu Pro Pro Pro Ser Pro Pro Pro Pro Pro Pro Ser Asn Ala 
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2050 2055 2060 

Ser Ser Glu lie Glu Phe Pro Leu Pro Pro Pro Pro Pro lie Met Leu 
2065 2070 2075 2080 

Leu Pro Glu Lys Asn Glu Phe Pro Pro Ser Ser Pro Thr Glu Lys Ser 

2085 2090 2095 

Arg Ala Glu Leu Glu Ser Leu Pro Thr Leu Pro Leu Pro Pro Pro Pro 

2100 2105 2110 

Gly Asp Glu Lys Ser Asp Gin Glu Cys Leu Pro Thr Ser Leu Pro Pro 

2115 2120 2125 

Pro Pro Pro Thr Ala Pro Ser Gin Pro Ala His Leu Leu Ser Ser Ser 

2130 2135 2140 

Val Leu Glu His His Ser Glu Ala Phe Leu Gin Gin Tyr Ser Arg Lys 
2145 2150 2155 2160 

Glu Thr Leu Asp Ser His Gin Leu His Ser Gin Ala Lys lie Leu Thr 

2165 2170 2175 

Gly Lys Ser Pro Pro Pro Thr Leu Pro Lys Pro Lys Leu Pro Glu Arg 

2180 2185 2190 

lie Lys Ala Lys Met Ser Gin Asp Ser Pro Ser Gly Glu Leu Glu Arg 

2195 2200 2205 

Ser Leu Ser Asp Val Glu lie Lys Thr Thr Leu Ser Lys Asp Gin Lys 

2210 2215 2220 

Ser Ser Leu Val Ala Glu Ser Arg Glu His Thr Glu Ala Lys Gin Glu 
2225 2230 2235 2240 

Val Phe Arg Lys Ser Leu Gly Arg Lys Gin Leu Ser lie Ser Ser Ala 

2245 2250 2255 

Asn Ser Leu Ser Gin Thr Val Pro Glu lie Pro Ala Pro Lys Glu Lys 

2260 2265 2270 

Gin Thr Ala Pro Leu Val Lys Ser His Ser Phe Pro Ser Gly Ser Glu 

2275 2280 2285 

Gin Gin Ser Pro Lys Pro Tyr Met Arg Lys Phe Lys Thr Pro Leu Met 

2290 2295 2300 

lie Ala Glu Glu Lys Tyr Arg Gin Gin Arg Glu Glu Leu Glu Lys Gin 
2305 2310 2315 2320 

Arg Arg Glu Ser Ser Cys His Ser lie lie Lys Thr Glu Thr Gin His 

2325 2330 2335 

Arg Ser Leu Ser Glu Lys Glu Lys Glu Thr Glu Leu Gin Lys Ala Ala 

2340 2345 2350 

Glu Ala Met Ser Thr Pro Arg Lys Asp Ser Asp Phe Thr Arg Ala Gin 

2355 2360 2365 

Pro Asn Leu Glu Pro Lys Ser Lys Ala Val lie Ala Ser Glu Cys Ser 

2370 2375 2380 

Glu Ser Gin Leu Ser Thr Ala Ser Ala Leu Thr Val Ala Thr Glu Arg 
2385 2390 2395 2400 

Leu Gin His Val Leu Ala Ala Ser Asp Asp Lys Leu Thr Leu Arg Arg 

2405 2410 2415 

Glu Gly Thr Gin Asn Ser Ser Asp Thr Leu Gin Ser Lys Thr Ala Cys 

2420 2425 2430 

Glu lie Asn Gin Ser His Lys Glu Cys Arg Thr Glu Gin Thr Phe Glu 

2435 2440 2445 

Gin His Val Glu Lys Leu Pro Phe Pro Gin Thr Lys Pro lie Ser Pro 

2450 2455 2460 

Ser Phe Lys Val Lys Thr lie Arg Leu Pro Ala Leu Asp His Thr Leu 
2465 2470 2475 2480 

Thr Glu Thr Asp Leu Ser Ser Glu Arg Arg Val Lys Gin Ser Glu lie 

2485 2490 2495 

Asp Val Gin Thr Ser Thr Lys Glu Met Asn Lys Glu lie Lys Lys Thr 
2500 2505 2510 
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Glu Val Ser Thr Gin Cys Asp Asn Lys Gin Ser Val Ala Glu Lys Tyr 

2515 2520 2525 

Phe Gin Leu Pro Lys Thr Glu Lys Arg Val Thr Val Gin Met Pro Lys 

2530 2535 2540 

Asp Tyr Ala Ala Lys Ser His Gin Ser Lys Leu Gin Thr Val Pro Lys 
2545 2550 2555 2560 

Lys His Gly Gly Leu Gly Glu Phe Asp Arg Gly Asn Val Leu Gly Arg 

2565 2570 2575 

Glu Gly Lys Asn Gin Asp Ser Ser Met Ser Ser Thr Lys Glu Ser Arg 

2580 2585 2590 

Val lie Val Glu Arg Lys Gin Glu His Leu Gin Asp Gin Ser Val Pro 

2595 2600 2605 

Arg Leu Val Gin Gin Lys lie lie Gly Glu Ser Leu Asp Ser Arg Val 

2610 2615 2620 

Gin Asn Phe Gin Gin Thr Gin Thr Gin Thr Ser Arg lie Glu His Lys 
2625 2630 2635 2640 

Glu Leu Ser Gin Pro Tyr Ser Glu Lys Lys Cys Leu Arg Asp Lys Asp 

2645 2650 2655 

Lys Gin Gin Lys Gin Val Ser Ser Asn Thr Asp Asp Ser Lys Gin Glu 

2660 2665 2670 

lie Thr Gin Lys Gin Ser Ser Phe Ser Ser Val Arg Glu Ser Gin Gin 

2675 2680 2685 

Asp Gly Glu Lys Cys Ala lie Asn lie Leu Glu Phe Leu Arg Lys Arg 

2690 2695 2700 

Glu Glu Leu Gin Gin lie Leu Ser Arg Val Lys Gin Phe Glu Ala Asp 
2705 2710 2715 2720 

Ser Asn Lys Ser Gly Leu Lys Thr Phe Gin Thr Leu Leu Asn lie Ala 

2725 2730 2735 

Pro Val Trp Leu lie Ser Glu Glu Lys Arg Glu Tyr Gly Val Arg Val 

2740 2745 2750 

Ala Met Glu Asn Asn Leu Glu Lys Val Lys Glu Glu lie lie His lie 

2755 2760 2765 

Lys Thr Gin Ala Glu Glu Met Leu Val His Cys Glu His Val He Arg 

2770 2775 2780 

Thr Ala Met Met Ala Ser Gin Thr Gly Lys Gin Lys Asp Lys Pro Thr 
2785 2790 2795 2800 

Asn Leu Asn Glu Met Pro Leu Lys Val Ser Asn Val Asn Leu Ser Ser 

2805 2810 2815 

His Lys Gly Thr Glu Gin Lys Glu Ser Lys He Val Glu Glu Lys Leu 

2820 2825 2830 

Ala Ser Arg Gin Val Ala Thr His Ser Glu Ala Ala Thr His Asn Pro 

2835 2840 2845 

Ala Lys Thr Tyr Gin Glu Ala Lys Gly Asp Asp Ser Lys Met Ala Pro 

2850 2855 2860 

Pro Ser Leu Lys Thr Arg Pro Pro Ser Pro Thr Phe He Thr He Glu 
2865 2870 2875 2880 

Ser Thr Ala Arg Arg Ala Glu Thr Ser Thr Lys Ser Glu Leu Ser Gin 

2885 2890 2895 

Ser Pro Lys Asn Asn Ser Cys Val Glu Pro Leu Pro Arg Arg Pro Met 

2900 2905 2910 

Glu His Thr Ser Arg Leu Pro Arg Thr Ser Thr Ser Pro Ser Pro Pro 

2915 2920 2925 

Arg Ser Arg Ser Glu Gin Leu Val Arg Leu Lys Asp Thr Thr Ala Arg 

2930 2935 2940 

Leu Ala Lys Gly Thr He Pro Cys Ser Pro Gly Thr Pro Val Pro Val 
2945 2950 2955 2960 

Val Glu Lys Arg Ser Glu Val Val Met Ser Pro Ala Thr Leu Arg Arg 
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2965 2970 2975 

Gin lie Lys lie Glu Ser Arg Gly Gly Asp Ser Pro Pro Thr lie Thr 

2980 2985 2990 

He Pro Val Ser Val Asn His His Val Val Ser Gly Ser Phe Arg Glu 

2995 3000 3005 

Ser Val Asp Ala Gin Glu Ala Val Lys Lys Thr Glu Lys Thr Glu Thr 

3010 3015 3020 

Tyr Val His Lys Asp Lys Lys Asn Ser Val Ser Ser Ala Met Pro Glu 
3025 3030 3035 3040 

Thr Glu Ser Tyr Asp Ala Val Glu He He Arg Lys Val Glu Gly Pro 

3045 3050 3055 

His Leu Ser Glu His Arg Glu Arg Phe Glu Ala Thr Asn Gin Thr Val 

3060 3065 3070 

Gin Met Ala Glu His Phe Leu Asn Gly His Glu Asn Glu Val Asn Arg 

3075 3080 3085 

Trp Phe Arg Glu Phe Glu Asn Gly Pro Val Phe Gly Ala Lys Thr Glu 

3090 3095 3100 

Arg Arg Ala Tyr Ala Asn Gly Glu He Asn His Asn Met Lys Gin Glu 
3105 3110 3115 3120 

Ser His Thr Phe Cys Lys Glu Glu Phe Gly Leu Glu Ser Ser Glu Thr 

3125 3130 3135 

Ala Asn Phe Thr Gly Phe Ser Tyr Arg His Pro Arg Glu His Arg Ala 

3140 3145 3150 

Lys Ala Pro Ala Thr Gin Pro Arg Val His Ser Glu Ala Arg Ala Leu 

3155 3160 3165 

Asn Glu His Phe Leu Ser Val Asp Ala Phe Asp Ser Gin He Val Glu 

3170 3175 3180 

Ser Gin Val Ala Thr Ser Ser Ser Arg Ser Ser Glu Ala Gly Arg Ser 
3185 3190 3195 3200 

Gly Phe Asp Phe Lys His Ala Pro Pro Thr Tyr Glu Asp Val He Ala 

3205 3210 3215 

Gly His He Leu Asp He Ala Asp Ser Pro Thr Asn Leu Arg Arg Asn 

3220 3225 3230 

Phe Gin Lys Thr Trp Gin Glu Ser Glu Arg Val Phe Lys Ser Val Gly 

3235 3240 3245 

Tyr Glu Thr Ser Asp Ala His Ala Thr Glu Met Ser Arg Ala Phe Gin 

3250 3255 3260 

Glu Glu Leu Ala Phe Leu Ser Glu Thr Val Gly Pro Arg Gin Gly Asn 
3265 3270 3275 3280 

Leu His Asn Leu Ser Lys Asp Gly Leu Ser Asn Gly Val Pro Arg Ser 

3285 3290 3295 

Arg Pro Ala Glu Phe Ser 
3300 



<210> 2 
<211> 12178 
<212> DNA 

<213> Rattus rattus 
<400> 2 

agctggtctc cactctgctg gttgctttca 
agggaggaac cttccgagtg aagagttgca 
tcaattctgg tacaaagaga ccttcaacct 
gactgaggac cagtcggatc tcctagaggc 
ccaggcagct gtttcacggg gcgacacccg 
agacttgtgc accgtgcctg gtggtttagc 



ggggactggg aaatttgctg tatctcaaac 60 
aatccataga gcatttctac ggagataggg 120 
tactaagccg ggagacgtga gtactgctgg 18 0 
gctgtccctg aaggagagga tggctaggta 24 0 
cagcttctcg gctaatgtca tggaagaatc 300 
caagatgaag agacaatttg aaaaggatga 360 
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aatgacttca acctgcaatg ccttctctga 
gcaggaggca atccacaaca ggcaagaaat 
acacagaact gatgtcttca aagctgaaat 
aacaaaccaa gcttcacagt ttcgtcaata 
agacgaagag attcctaagg tttccactaa 
ccaggaaaac ttcctctact ctgataaaga 
tgaaaatgac agtgaagaaa ccttaaagcc 
ttcagccagg caaagcaagg aaacttcaac 
aacaatcctg gcacaagaaa agggcactcc 
cccacctgat gtttttcaaa caccaatgga 
ccccagccct cctagaagac tgccaatgcc 
gtatgaatta aaccgtttat ataggcatat 
agattatatc agtgaggttt ctgaaattgt 
atcagcaggt gtacaacaag ctcggtatgt 
agatttgagc tcagaaagag aaaacctgga 
gtcaattcga tggatttttg agaatcagcc 
tgaagcgtac acttccaaag gcattgctga 
atatacgact tggatgtttg aaactcagcc 
cactgaagaa aacactgaga aaattcctga 
gtggatgttt gaaacaaggc ctttagactc 
aacggcatct acttttataa aggacataac 
gtttgaaact caacaactgg atcaacttgg 
attacaactc agatcagagc tcaaagaaat 
tttcgaaact caaccactgt atgtcattag 
aactgtgcag agagaagaca ttgaaaaggg 
aacgcagcct ttggacacaa taaaacaaga 
atccatggag gaaaatgtca aaggcgaggt 
accactggag aaaatcaaag aagagtcagg 
agggatagat gtgtctaaaa agtgttggat 
acaatctcct gatacagaga gtgtatcacc 
caccaaacat ctgttagaaa cactcccaat 
aaagcttcaa aaaatcactg cctctgagga 
ggtttttgaa actcaacgtt tagaagatat 
agtgaagcta gaagcagtgg acagagggca 
caataatcta attaaggttg atgcatcaca 
cactgtggag ttgaataaat ctctctttga 
tcttggaaaa taccaccaag taaagacagt 
aagaagctgt agatggcttt ttgaaacaag 
taaatttcag ataattagag gaatatctgc 
agctaggtgg ctgtttgaga cccaacctct 
agaaacagac agcaaaactg aacagagtac 
taaatggcta tttgaaaccc agccaatgga 
gaactcagaa gatattcaca aaggtgatgt 
gccacttgat gccataaaaa atgactctga 
ggaggagata caaggtgggg atgtccggac 
ggacaacata cagggcggtg aagggaaaga 
tggggatgtc tctggcatga agtataagtt 
cagttcggag aatgttttga ataagatcaa 
caatgtttta aattgtaggt ggctatttga 
tcaagaaggt gatggattgg ttaagacagt 
gggatgcttc atttttgaga cgttttcttt 
cagcaccaga caaacaaata ccgaggaagt 
gctttttgaa acacaaccac tctatgcgat 
gacaacagtt aaaaaagaag aaactattca 
tgaaacaaaa ccgttagact caattaacgc 
cactcaggaa gacattcaga agggggatgt 
accactggat atgatttcag acaaatcaca 



gtatcaatac caacatgaga gcagatctga 420 
aagaaggaat gaagaagaag tttctaaagg 480 
gatgtcacat cttgaaaagc acacggagga 540 
tgttcaagaa acagtcattg atacaccaga 600 
gattttaaaa gagcaatttg aaaagactgc 660 
aacaacaacc ccagccaagt gtataaagat 72 0 
atcatcggct atgggtacct cttcttatac 780 
ctcaagttat agtaatcaca gtctgacttc 840 
ttcaggaaag atggaagaat ttcctcctcc 900 
tgtgacagca ttttcccagt cccctgaatt 960 
cagagatgta tattccaagc aacgaaattt 1020 
ccatcctgag ttaagaaaaa acttagaaaa 1080 
ttctagtcac ataaactcag ggaactcgat 1140 
tttcgaaaat acgaatgaca gttctcagaa 1200 
gtgggatgaa attctgaaag gagaggtgca 12 60 
attagattct atcaaccaag gttttacaga 1320 
ccaagaactc attgctgggg gtgacgtgaa 13 80 
aatagatgca ttgggagttc cttctgctgg 1440 
gctagctaaa ggagatgttt gcacagcaag 1500 
aatgaacaaa atgcatgaat gggaagatga 1560 
tgggggagat gtcaagactg tgagatacat 1620 
acagcttcac tcagtggatg aaatgaactt 1680 
taaaggaaat gttaagagaa gcataaaatg 1740 
agatggttca ggccaaatgc tagaaattaa 1800 
agatgtaagg acagcacgct ggatgtttga 1860 
catcacggaa attaaagttg ttcgaggaat 1920 
gggtagagca aggtggttat ttgaaactca 1980 
tgaggctgtc ctgaaaacag aagcagttgt 2040 
gtttgaaacg cagccattag acactctaaa 2100 
tgaagagagg ataggaggtg acgtaaaaac 2160 
agaggcctta aaagacagcc cagatgttgg 2220 
agaaaagggc gatgttaagc accaaaaatg 22 80 
tagagaagat aagaaggaat atacccagac 2340 
tgtgaagaac tatacacata tcttcgaatc 2400 
tcaaattgag gtggaaggag tcacaagagg 2460 
gacaacccca ctgtatgcca ttcaagacca 2520 
ccagcaagaa gaaatagtaa ggggtgatgt 2 580 
gcccattgac caatttgacg aaagccttca 2640 
tcaagaaata caggcaggga atgtgaaatc 2 700 
tgattcaatt aaatatttta gcaacgtgga 2760 
tgatattgtt aagggggatg tcaaaacctg 2 82 0 
gtctctttat gaaaaagctt ccttgatgac 2880 
tagaacttgt atgtggctat ttgaaactca 2940 
agccacagta aaactgcaaa ctgtgaaaca 3000 
agcatgtctt ctttttgaga cagaaaatct 3060 
aacgaagccc gtggagatgg atatagaatc 312 0 
tgaaaatcag tccttagact ctataagttg 3180 
aaccctaaaa atcgaagaca ttcagaaagg 324 0 
aaatcaacct atcgatatga taaaagaaaa 3300 
gacagacata cagggtggag atgtgagaaa 33 60 
agatgagatt aaagatgcct ctgatgtcat 342 0 
aataaaaggt gatgtaaaaa gctacaagat 3480 
tcaagaccaa gaagggtttt atcatgaagt 3540 
tggagatgta cgaggaacaa ggtggctctt 3600 
atcagaagat gtatacatta ttaaatctgt 3660 
gagttctgtc agataccgat ttgaaacaca 3720 
taatattatg cccactattg accatattca 3780 
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aggaggcaat gtgcagatga ataaacaact 
ttatgtaaga acagtgagca tcaatgaaat 
gctctttgaa actcacagca tagatgagct 
gacagtcacc caggaagacg tgcagaaagg 
aaatcagaca ttggattcca ttaaggaact 
agaaattcct ccgtcagatg tcaagacaac 
cgaatttaat gaaactagaa tagaaaagga 
cttggaagac ctctactctc aaagagtggt 
tgaagttggg gatgtcagaa tggccaaata 
ccagaaggaa gaagttatca gagctgacct 
aagagactgc acaaaaaagg agatatttat 
tactaaaacc cagttattaa acagatcaat 
aagaggggat gtaaaacaag caatccaaaa 
aggcatatta attcaagaag atgaaaaggg 
tcatgagaat gctggcgaca agactaagcg 
cactattcat aacctgttgt cttccgcatc 
cgatgcatcg gagaggggaa atgttcagtt 
ggattacctc aagcaactcc aaacagggtc 
agggg a gg a a gaaataattg gtggtgatgt 
acagtcttct attgaacgca ctgttagtga 
tacagttaaa gtcttcatga cggagcccca 
gattgtaaaa ggtgatttga aatcaaccct 
agtagtggct aaaacagaag atattatgaa 
taaggagtca ggtggcagac agaaagaaca 
tgggcaagct attgagtgcc ttgaaaaggc 
ggagctgata ttagatgatc ttaaaacatc 
tttcaaagag gttggtaaac agggaatggt 
agaactaggg attcatccag cagctgtcca 
gccaggacca tgtgagccag caatcaggca 
tacacagaaa tcctgccatc ggtctttaac 
agcccctaag ggcactgtaa agattgtcat 
gaaaagcctt aggaaaatgt ctaattcaga 
gggtgacaga aggggtgtct ggacagagag 
gagcaaatac gtaagtgcaa gcatgtcaag 
gaatgtgaga gaatcgaagg acgatgtgag 
gaagcaacag actcaaaact gtgaactggg 
ttcctatgcg aagaatcaga aaaataccca 
ttacagacca gaccctaccc aacatccagt 
gacaagggac tttcagaagc aagccttgat 
tatgaggaaa aatgacatgg gccttcaacc 
accaggagtg acagtctctg ggaaaaacca 
gagaattgat gtttgtctag aaagccagga 
gttaaaaatg gcaatggaga ggtcctttaa 
aaaagaaaat gaggacgccc ttcctcctcc 
gtcatctgaa attgaatttc ctctccctcc 
aaatgagttt cctccctcat cacccacaga 
aaccctgcct cttcctccac caccaggaga 
atccctacct cctccccctc ccacagctcc 
tgttttagaa catcacagtg aagcattttt 
ctctcatcag cttcactcac aggctaaaat 
ccccaaaccc aaacttcccg agagaatcaa 
tgaattggaa agatctctgt cagatgtgga 
aagttcgctg gtggcagaaa gccgtgagca 
aagccttgga agaaaacagc tgtcaattag 
agaaatccca gcacccaagg aaaaacagac 
atcaggttca gaacaacaaa gtcctaagcc 
gattgcggaa gaaaaataca gacagcaaag 



• 

attcgagtct gaaggtggtg acaagaagaa 3 84 0 
acaaaagggc aatgttaaga cttctacttg 3900 
gggagaagtg tccacctatg aaaatatcaa 3 960 
tgacgtgaag aaaatatcaa ggctttttga 4020 
tgatgaaagt gacaccaaaa taaccaaaga 4080 
aacgtggctc tttgaaacga cacctattca 4140 
agaaattatt ggtaaaagca ttaaagaaac 4200 
tgaagctccc ggaatcatca ttgaagctga 4260 
caagctcatg aaccaaagga ctcctgagat 4320 
tggaaacata atgatgaact tgctttccca 4380 
cagtgaagag gagaagggaa atgtcaattt 444 0 
ggaattccat gctgaaaagg aagagatagt 4500 
gctgttctct gaggaaaggt gtgcaaagag 4560 
agatgttaac atgactatct attgtcttct 4620 
tgaagacata ctgggaggtg atgtgagaat 4 680 
aaatgataaa atatctgaaa ggacaaaaat 4740 
cttcacaaca tgcatagaaa ctggagcttt 4800 
aaatgaaaca ctcacagcta gaaagcaaga 4 860 
tgagggaaca aaattcttac taaagaaaag 4 920 
aactgatatc atcccaggag atgtgcgtaa 4980 
gagtgcatct tttaagacag cgaaagaaga 5040 
gaattctctc aaccaggcca tgaatcagaa 5100 
agatgacaag gcagctatac tcaagtcact 5160 
taaacaatct gctagcatct ctagtgatat 5220 
cacaaataca aggacagaaa tattgaaaaa 52 80 
attaaggtct ttgaaagaag aacaatacag 5340 
caaagatgta ctaggattct cagagagaca 54 00 
gagagagaaa aaaagccttc ttcaaccagt 5460 
gcaagcagga ccaggccctc ttgatgaagc 5520 
agaagaaaga actgaggcta atcttcccaa 5580 
tgatcgagaa caaaacaacg atgctcttga 5640 
acatagagct atgaaaaatg ttttagacat 5700 
caaagagtgt ctgtgtagtg acgaccatat 5760 
gaagaaaagt ctaaagacca aggaatcaga 5820 
ctccacccag tctgtggata aaacatttag 5880 
gaaggatcac cagaagtctc agttccagga 5940 
aaacattagt atgtcagcag aaacccaaag 6000 
cagcaatcca gctggagaaa cgcttgagat 6060 
aagacaggaa aagcagaatt ctaataaaga 6120 
tctgcctgta gggaaggacg cacacagtgc 6180 
caaaagaact caggcacctg acaagaaaca 6240 
ctttctaatg aagacaaata cttccaagga 6300 
tccagtcaac ctttaccctg actgtggtgt 6360 
atctccccct cctcctcctc cttccaatgc 6420 
tccaccacct ataatgctgt tgcctgaaaa 6480 
gaagtcaagg gctgaacttg agagcctccc 6540 
tgagaaatct gatcaggaat gtctaccaac 6600 
atcccaacca gcacatcttc tttcctcctc 6660 
acaacagtat tcccgaaaag aaaccttgga 6720 
cctaacagga aaatcaccac ccccaacact 6780 
agctaagatg agccaggatt caccaagcgg 6840 
aattaaaact accctctcaa aggatcagaa 6900 
cacagaggcc aagcaagaag tattccgaaa 6960 
ctctgcaaac tccctctctc agacagttcc 7020 
agcacccctt gttaaatctc actcattccc 7080 
ttacatgaga aaatttaaga cacccttaat 7140 
ggaagagctt gagaaacaga gacgggagag 7200 
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ttcttgccat agcatcatca aaacagaaac 
agaaacagag ttacaaaaag cagctgaggc 
cactagggca cagcccaacc tggaacctaa 
tgaaagccag ctctctacag cttccgcatt 
tctagccgct tcagacgata agcttaccct 
caccctacaa tcgaaaacag cttgtgagat 
gcaaacattt gagcaacacg tggagaagtt 
gagtttcaaa gtgaaaacta tcaggcttcc 
tctcagttct gaacgccgcg taaagcaatc 
aatgaataag gaaattaaga aaaccgaagt 
ggctgaaaaa tattttcaat tacctaaaac 
agactatgca gcgaaaagtc atcaaagcaa 
attgggggag tttgacagag ggaatgtcct 
catgagcagt acaaaagaaa gcagggtaat 
ccagagcgta ccaaggttag tccaacaaaa 
tcagaatttt cagcagacac aaacacaaac 
accttacagt gagaaaaaat gtcttagaga 
taacactgac gattcaaagc aagagataac 
agaatcccag caggatggag aaaaatgtgc 
tgaagaacta cagcagattt tgtctagggt 
tggccttaaa acatttcaga cactgttaaa 
gaaaagagaa tatggagttc gtgttgccat 
aataatacat attaaaactc aagcggagga 
aacagccatg atggcttccc aaacaggaaa 
aatgccactg aaagtgtcta atgttaatct 
aagtaaaatt gtagaagaaa aattagcatc 
aactcataat cctgctaaaa catatcagga 
tccctctttg aaaactcgcc caccatcacc 
ccgagcagaa acatccacta agagtgagct 
tgaacctcta cccagaagac ccatggagca 
accttcccca ccaaggagtc gttcagaaca 
gttagccaaa ggcactatcc cttgttcacc 
atctgaagtt gtcatgtctc cagccacact 
cggggactcc ccacccacca tcacaatacc 
ttccttcaga gaatcagtag acgctcaaga 
gtacgttcat aaagacaaaa agaattctgt 
tgacgcagtt gaaatcatcc gcaaggtgga 
atttgaagcc accaatcaaa ctgttcaaat 
tgaagtaaac agatggttta gggaatttga 
gagaagagct tatgcaaatg gcgaaataaa 
ttgcaaggag gaatttggat tagaatcttc 
cagacatcct agagagcatc gagcaaaagc 
agccagagct ctcaatgagc attttttgag 
gtcacaggta gcaacctcat catcacggag 
taagcatgcc ccaccgacct atgaagatgt 
ttcgcctaca aacctcagac ggaattttca 
taagagcgtg ggatatgaaa cctcggatgc 
ggaggaattg gcctttttga gtgaaactgt 
gtcaaaagac ggtttatcca atggagtgcc 
cttgcttcag atgccaccat tgcagcagta 
acggacaaat atactgcaag cctcacttta 
atgaaggttt tggacacaag caacataaag 
tagttgattc tattcccagc ggagagcccg 
tcttgcttgg ggatcttgct gtacatgcag 
gtttgagaaa atggggggag agggggaaat 
tgcctaagaa aaactctccc cctgaggaag 
ctgagttgac catccctgtt ccctcagaat 



ccagcaccgc agcttatcag agaaagagaa 7260 
aatgtccact cccagaaagg attcagactt 7320 
aagcaaggct gtgatcgcca gtgaatgctc 73 8 0 
gacagtcgct accgagaggc tccagcatgt 7440 
gcgacgggaa ggcacacaga actcaagtga 7500 
taaccagagt cacaaggaat gtaggacaga 7560 
gcccttcccc caaaccaaac ccatttcccc 7620 
agctctagat catacgctga ctgaaacaga 7680 
cgaaattgac gttcaaacca gtactaaaga 7740 
gagcacacag tgtgataata agcaatctgt 7800 
agagaaacgg gtgacggtac aaatgcccaa 7860 
actccaaaca gttcccaaga agcatggagg 7920 
ggggagggaa ggaaaaaatc aggactcctc 7980 
agttgaaaga aagcaagaac atctacagga 8040 
gattatcggt gaaagcctgg actcacgggt 8100 
ttctaggatt gagcataaag aactgtccca 8160 
caaggacaaa caacaaaaac aggtctcctc 8220 
acaaaaacaa tcttcatttt cctctgtgag 8280 
cataaatata ttggaattct tgagaaaacg 8340 
aaaacagttt gaagcagatt caaataaaag 8400 
tattgctccg gtgtggctga taagtgagga 8460 
ggagaataat ttagaaaaag tcaaagaaga 852 0 
gatgatcgtt cactgtgaac acgtaattcg 8580 
gcagaaagat aaacctacca atcttaatga 8640 
cagctctcat aaaggcactg aacagaaaga 8700 
ccgccaagta gcaacccatt ctgaggcagc 8760 
ggctaagggg gacgatagta agatggctcc 882 0 
aactttcatc accatcgaat ccactgcccg 8880 
ttctcagtcc cctaaaaata acagttgtgt 8940 
tacatctagg cttcccagaa caagtacatc 9000 
acttgtcaga ctcaaagaca ccacggccag 9060 
aggaaccccg gttccagttg tcgagaagag 912 0 
ccgcaggcaa atcaagatag aaagccgtgg 9180 
tgtgagtgta aaccaccatg tcgtcagtgg 924 0 
ggcagtgaag aaaacagaaa aaacagagac 93 00 
cagtagcgca atgccagaga ctgaaagcta 9360 
agggccccac ctatcagaac acagggagag 94 2 0 
ggctgaacat tttctgaatg gccacgaaaa 94 8 0 
gaatggccca gttttcggag caaagacaga 954 0 
ccacaacatg aaacaagaga gtcatacgtt 9600 
tgaaactgct aattttacag gcttttctta 9660 
ccctgcaacg cagcccaggg ttcactctga 972 0 
cgtggatgcg ttcgacagtc agattgtaga 9780 
ctcagaggca ggcagatctg gatttgattt 984 0 
catcgctggc cacatcctag atattgcaga 9900 
aaagacatgg caggagagtg aaagagtttt 9960 
acatgcgaca gaaatgagca gggccttcca 10020 
tggtccaaga caaggaaatc tgcataattt 10080 
tcgtagcaga ccagcagaat tttcataaat 10140 
aactgagttt gggaaattac gcatcacttc 10200 
aacaactttt caagtctaaa ggaaattatg 10260 
accggtggaa ttgcaaaaac caaagcagct 10320 
atgctcggga aaaccctaca gcagatatcc 10380 
acgcttgtaa cagcaagcgg caagacaatg 10440 
taaaaattgt ttggcctccc tgtcaggaga 10500 
aactcaaagt gaataaagct aaatggccac 10560 
ttaaaaggga gtcactgacc gaacacgtga 10620 
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# 

aaatgttgga gagtcagggg caagaacaag 
gcatttgtca gaaagaggac attacaggca 
atgatgagaa agaagcaaag ggaaaggcgc 
ggagtaagag aaaaagtggg atggagctta 
gaaaggaaaa gaatgctcgt gctaatgaac 
acaccgatga tgacgatgag gtggggccag 
acaataacaa ttctgtagct gtctcatcct 
cagaatatcc tcatgtacta cagacagcca 
aaattaaaaa gtttaacaat gcctctagaa 
aaaagtcgtc ctccaagaat gtcctagcct 
ctgcaggcag tcccatgcag ctggcactgg 
aaggggaaag ccttgcagtc tctaacgaag 
aaaataacaa gaatgtacac cttttcttct 
agaaacataa catccttggg tgtgatttaa 
catgcttgta tttaagagaa ctcgggaaaa 
gagcggctcg gcatggtgga aaaatgtgtt 
agcctgtgtt tcccagcatg cagtgccagg 
aacgggacag gtgctacagc gacagtgagg 
tcatgctcgg gcactgaggg agcctgttct 
tttgatgagt ttgtaaagat cacgtttcat 
gtatcgcact ccataatcct tttccaccat 
atgctgagat gaaacatggt gaccgtgttt 
tctgtatctt aaagtgggag agagtctgca 
tctctatatt ttctgatgaa ataaaatttt 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 



atcacctccc tgaattgcaa ccctgccaac 10680 
tcaaagaaat aaaagggtac gaagaaagaa 1074 0 
aggatacgct gaaagatgca gagggcttga 10800 
acgaccataa tgcgcatgct cagagtgatg 10860 
ctgacagtgc agacatttta caagttacaa 10920 
aaaatcatag ggagaacttc aataacaata 10980 
tgaataatgg caggcagcag acatctattt 11040 
gtgaagcaaa ctattacaca aatgaatacc 11100 
tctcagagtt actgggtata tttgagtctc 11160 
tggctctgga gagcacggct gacagaggga 11220 
agcccggctt ccagcagggc ttatcagtta 11280 
taaacccctt acacattaaa ggaaaccatg 11340 
ctaacactgt gaaaatcact tctttttcca 11400 
tagattctgt tgatcaactt aaaaatatgt 11460 
atgtcaaatg ctggcatggt gaaactgcag 11520 
ttgatgctca gagccaagag agtgcggcta 11580 
ctcaacatct gactgtggaa gagcagatta 11640 
ctgactgaaa agtctttggc cacttgcagt 11700 
cggagaagac ctcgggatca tcgctaacct 11760 
aatctcacca ttcacagcac attatttctt 11820 
tcacttgaga ctagtttgga tcttaatgaa 11880 
tcttctcaaa tggcgcatgg gctacggttt 11940 
ccgctggtgt tcatcgccac tcttatacct 12000 
gtcaactgag atgcaaaaaa aaaaaaaaaa 12 060 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1212 0 
aaaaaaaaaa aaaaaaaaaa aaaaaaaa 12178 
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